Discussion
The molecular structure determination shows the 14 atoms of the acridine ring are coplanar with the maximum deviations from their least-squares plane being 0.018(3) A for C5 and -0.026(3) A for C7. The respective deviations of the 02 and N5 atoms from this plane are -0.006(2) A and 0.120(2) A. The C51-C56 ring projects to one side of the acridine residue so that the dihedral angle between their planes is 82.45(9)°. The tolyl-phenyl ring is not symmetrically disposed with respect to the SO2 atoms so as to favour intramolecular 05 -H52 and 05-H6 interactions of 2.56 A and 2.50 A, respectively. This arrangement is complemented by two intramolecular interactions involving the N5-H atom so that </(H5-05b) is 2.44 A and </(H5-N10) is 2.12 A. The crystal structure is stabilized by π-π and C-Η-π interactions. Centrosymmetrically related acridine residues form π-π contacts so that the separation between the mid-points of the N10-C5a and CI-Cla rings is 3.75 A (symmetry operation: l-x, -y, 2-z). These interactions are aligned along the c-direction so that columns are formed. It is noted that the π-π interactions are restricted to isolated pairs of molecules so that the column is comprised of alternating π-π connected and non π...π connected molecules. The closest C-Η-π contact of 2.82 A involves the C9-H and the ring centroid of the C51-C56 ring (1-Jt, -y, 1-z). The latter interactions serve to link the pairs of molecules within the column that are not linked via π-π interactions. Thus, centrosymmetrically related molecules aggregate via C-Η-π interactions to form what may be described loosely as molecular squares which are connected to translationally related 'squares' via π-π interactions. 
